16S Microbial Alpha Diversity's Negative Effect on Relative Growth Rates
on US and Non-US Humulus lupulus L. cultivars USDA

Giovanni Gil, Tram Nguyen, Nathan Bingham, Dr. Arun Sethuraman, and Dr. George Vourlitis SDSU ﬁ
Department of Biology, San Diego State University; Department of Biological Sciences, California State University San Marcos

Introduction Discussion and Conclusion

> GlOba”y, cultivars (art|f|C|a”y selected plantS that differ Signiﬁcantly » Our data COmprised of the 16s rRNA Alpha'diverSitieS across 10 Average Relative Growth Rate vs Charlette's Index w/Neo Average Relative Growth Rate vs Charlette's Index w/o Neo
from their wildtype ancestors) are bred for optimized crop yield. For samples consisting of 5 US and 5 non-US cultivars. © - Uneearmien ot ARG usng Charetels nden 003
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> In this experiment, we compared microbial diversity between US- ool Farm
baseo! and Non-US based _hop cultivars and their effects on growth ciure 3: Unward trend of relative arowth rate against Figure 4: Downward trend of relative growth rate against
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» Plant DNA quantitative and qualitative referencing machinery: |
Thermo Scientific NanoDrop 2000c¢ Spectrophotometer B
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» Hop cultivars used include 5 US-based and 5 Non-US based with 2 AFinga  ASonbeh 4 ' Fungal - | _ o
i " and bacterial  Phosphorus’ S0l Molsture and bacterial Graphs generated in this column included all cultivar ~ Graphs generated in this column excluded the most
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